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Isolation of Circulating Plasma Cells 
in Multiple Myeloma Using CD138 
Antibody-Based Capture  
in a Microfluidic Device
Mohammad A. Qasaimeh1,2,3,*, Yichao C. Wu3,*, Suman Bose3,†, Anoop Menachery1, 
Srikanth Talluri4,5, Gabriel Gonzalez4, Mariateresa Fulciniti5, Jeffrey M. Karp6, 
Rao H. Prabhala4,5,7,8 & Rohit Karnik3

The necessity for bone marrow aspiration and the lack of highly sensitive assays to detect residual 
disease present challenges for effective management of multiple myeloma (MM), a plasma cell cancer. 
We show that a microfluidic cell capture based on CD138 antigen, which is highly expressed on plasma 
cells, permits quantitation of rare circulating plasma cells (CPCs) in blood and subsequent fluorescence-
based assays. The microfluidic device is based on a herringbone channel design, and exhibits an 
estimated cell capture efficiency of ~40–70%, permitting detection of <10 CPCs/mL using 1-mL 
sample volumes, which is difficult using existing techniques. In bone marrow samples, the microfluidic-
based plasma cell counts exhibited excellent correlation with flow cytometry analysis. In peripheral 
blood samples, the device detected a baseline of 2–5 CD138+ cells/mL in healthy donor blood, with 
significantly higher numbers in blood samples of MM patients in remission (20–24 CD138+ cells/mL), 
and yet higher numbers in MM patients exhibiting disease (45–184 CD138+ cells/mL). Analysis of CPCs 
isolated using the device was consistent with serum immunoglobulin assays that are commonly used 
in MM diagnostics. These results indicate the potential of CD138-based microfluidic CPC capture as a 
useful ‘liquid biopsy’ that may complement or partially replace bone marrow aspiration.

Multiple myeloma (MM) is a cancer caused by proliferation of a clonal population of plasma (antibody-producing) 
cells in the bone marrow, which results in excess monoclonal immunoglobulin in the serum, anaemia, hypoc-
alcemia, renal insufficiency and/or bone lesions in addition to recurrent infections1–4. MM accounts for 13% of 
all hematological malignancies and has an incidence rate of approximately six per 100,000 with ~86,000 new 
cases per year worldwide2,5. MM occurs primarily in the elderly, with a median age of ~70 years at diagnosis, and 
is almost always preceded by monoclonal gammopathy of undetermined significance (MUGS) and smoldering 
MM, which represent continuum states of increasing tumor burden but without symptoms or organ damage5. 
Traditional MM therapies have included melphalan and prednisone, with or without autologous stem cell trans-
plantation (ASCT) and the accompanying radiation therapy. The advent of new therapies and availability of new 
drugs (thalidomide, bortezomib, and lenalidomide), has considerably improved outcomes with about 75% of the 
patients achieving complete or near-complete response1. However, curative outcomes are rare, and sustaining 
long periods of remission without relapse remains a major challenge6. There is evidence that absence of minimal 
residual disease (MRD, i.e. detectable levels of aberrant plasma cells in the marrow), correlates with improved 
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outcomes6, which highlights the need of highly sensitive assays for assessing the effectiveness of treatment and 
monitoring of any residual disease after treatment1. Plasma cell assays are also needed for MUGS and smoldering 
MM patients to ensure timely intervention if MM occurs5.

Multiparameter flow cytometry (MFC) of bone marrow aspirate and allele-specific oligonucleotide polymer-
ase chain reaction (ASO-PCR) analysis of rearrangements in the immunoglobulin heavy chain are the key assays 
used in the diagnosis and monitoring of MM and residual disease1,7. Clonal expansion of malignant plasma cells 
in MM results in over-production of only one kind of immunoglobulin, which provides the basis for serum-based 
assays for MM. These assays include the serum concentration of immunoglobulin (also called paraprotein or M 
protein), and the ratio of the two types (κ​ and λ​) of immunoglobulin light chains, only one of which is produced 
in excess7. Whereas serum paraprotein or light chain ratio are not sufficiently sensitive to provide a replacement 
for MFC and ASO-PCR, the latter assays also present challenges. ASO-PCR is not always feasible due to lack of 
known targets, and both MFC and ASO-PCR have a sensitivity of detecting approximately 1 MM cell in 105 cells 
(corresponding to about 100 cells/mL in blood) and are therefore limited to bone marrow samples1. However, 
compared to a blood draw, bone marrow aspiration is a relatively complex procedure causing significant patient 
inconvenience and discomfort. Therefore, a highly sensitive and informative assay based on peripheral blood 
could significantly facilitate the ability to observe at-risk patients, monitor MM therapy, quantify any residual 
disease after treatment, and more easily detect relapses.

It is commonly understood that circulating tumor cells (CTCs) released from solid tumors and hematological 
malignancies migrate through the blood stream and lymphatic system to other parts of the body to form metas-
tases that eventually leads to a majority of the cancer-related deaths8. Recent findings have suggested that CTCs 
can be identified in every stage of MM, with one study using 8-color MFC reporting numbers ranging from 70 
to 905,000 per mL with a median of 930 per mL9. MM CTCs, defined as clonal plasma cells in peripheral blood, 
are detected in up to 50–70% of newly diagnosed MM patients9. Since plasma cells are normally not detected in 
peripheral blood, the ability to isolate circulating plasma cells (CPCs) is highly relevant to MM. Although the 
biology of CPCs is poorly understood, their detection is associated with increased risk of malignant transforma-
tion in MUGS or smoldering MM, and of poorer outcomes in MM9.

Enumeration and analysis of CTCs from peripheral blood, also called “liquid biopsy”, brings new opportu-
nities to create valuable diagnostic and prognostic markers for cancer8–11. It also offers a distinct advantage over 
molecular techniques since the downstream processing can include both genotypic and phenotypic analysis of 
intact single cells as well as cell culture, drug testing, and other assays12,13. Although CTCs are rare cells (typically 
~1–100 per mL) and therefore challenging to detect, microfluidics has emerged as an important tool for CTC iso-
lation that potentially enables detection, diagnosis, prognosis, drug screening, and understanding of cancer biol-
ogy12–17. A very recent study showed that automated slide-based immunofluorescence has potential to detect MM 
cells with a sensitivity of better than 1 in 106 nucleated cells in blood (below 10 cells/mL blood)18, but it requires 
sample preparation and staining of slides and a high-throughput fluorescence scanner. In comparison, microflu-
idic isolation can effectively concentrate the cells in a smaller volume facilitating their detection, has potential 
for miniaturization into a benchtop instrument, and is conducive to integration with other microfluidic-based 
assays such as drug screening. However, microfluidics has not been explored for isolation of plasma cells from 
MM peripheral blood samples.

Here, we demonstrate a microfluidic device that can isolate circulating plasma cells (CPCs) in MM by capture 
using CD138, a plasma cell marker that is highly expressed on plasma cell membranes19. The device employs a 
well-established herringbone mixer20 to enhance cell capture, followed by in situ labelling to characterize the 
cells. We show that the device is able to detect a low (<​10 per mL) level of plasma cells in normal blood, which 
increases significantly in MM patients and correlates with the logarithm of the serum paraprotein level. This study 
suggests the potential of CD138-based CPC capture in microfluidic devices as a sensitive ‘liquid biopsy’ that could 
complement, and potentially minimize, the need for bone marrow aspiration in MM.

Results
Capturing circulating plasma cells in a microfluidic device.  Monoclonal antibodies for characteriza-
tion of cells in hematologic cancers  are well-defined and studied in terms of their specificity, affinity and avidity, 
and their clinical use is more established than antibodies used with solid tumor cells. Specifically, CD138 antigens 
are highly expressed on the membranes of plasma cells, and are thus widely used for isolating MM cells from 
patient samples using magnetic columns and fluorescence-activated cell sorting21–23. CD138 is also specific to 
plasma cells within the hematopoietic system, and constitutes a specific marker for CPCs provided that neoplastic 
cells from other cancers are not present in blood19. Therefore, we designed our device to capture CPCs from blood 
samples by binding to anti-CD138 antibodies coated on the surfaces of the microfluidic channels (Fig. 1a). For 
enhancing mixing inside channels to increase the interaction of cells with antibody-coated walls for efficient CPC 
capture, we designed the microfluidic channels with herringbone elements that are known to induce microvorti-
ces and circulate fluid flow in the transverse direction20,24,25 (Fig. 1b and Supplementary Movie S1). To distinguish 
CPCs from non-specifically captured cells, we labelled the captured cells with fluorescently-tagged anti-CD138 
antibodies (Fig. 1c). The device design also permitted further analysis of the captured cells by fixing, permeabi-
lizing, and staining with fluorescently-tagged antibodies that target immunoglobulin light chains inside plasma 
cells (Fig. 1d). Each plasma cell produces paraprotein with heavy chain-specificity and restricted to either κ​ or λ​ 
light chain; the two types of cells are normally present in healthy donors in the ratio 2:1 (κ​ to λ​)26–28. The ratio of 
light chains in plasma cells staining for κ​ versus λ​ gets distorted in MM since malignant plasma cells are clonal 
with one light chain restriction.

Optimization of plasma cell capture.  Circulating plasma cells are normally not detected in blood 
samples and the lower limit of CPC concentration relevant to MM is not well-established. Thus, the device for 
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capturing these cells needs to have a high capture efficiency and the ability to process relevant volumes of blood 
(typically few mL) on a reasonable timescale (~hour). The cell capture efficiency is defined as the percentage of 
target cells in the sample that are captured in the device; a high cell capture efficiency (e.g. >​50%) will minimize 
the required volume of blood to be processed. To optimize the device for high capture efficiency while retaining 
high flow rate, we varied the surface density of the capture antibody in the microfluidic device at sample flow rates 
similar to those reported previously for similar device geometries20,24. For this study, we examined the capture of 
fluorescently labelled RPMI-8226 human myeloma cells in buffer (with BSA) in the device.

An earlier work20 used 20 μ​L/min flow rate in a similar herringbone device and achieved more than 50% 
efficiency in capturing prostate cancer cells. Therefore, we performed experiments by injecting cells (1000 or 
10,000 cells/mL in buffer) into the device functionalized using with 5 μ​g/mL anti-CD138 antibody at flow rates of  
20 μ​L/min and also at a higher flow rate of 32 μ​L/min. At both cell concentrations, the lower flow rate (20 μ​L/min) 
resulted in a higher number of captured cells (Fig. 2a). At 20 μ​L/min, the capture efficiency for the 1000 cells/
mL was around 27%, while the efficiency significantly dropped to 6% with the 10,000 cells/mL sample, which is 
indicative of occlusion of the channel surface by bound cells. Moreover, the capture efficiency with 1000 cells/mL 
at 20 μ​L/min was more than double as compared to the efficiency at 32 μ​L/min (27% vs. 10.6%), suggesting that a 
higher concentration of the antibody coating at a flow rate of 20 μ​L/min could enhance cell capture.

Therefore, we fixed the flow rate at 20 μ​L/min (in which 1 mL of blood can be processed in less than an hour), 
and examined the capture efficiency with different antibody concentrations during surface functionalization (0, 
5, 10 & 20 μ​g/mL) using a 2000 cells/mL sample (Fig. 2b). As expected, the cell capture efficiency increased as 
the antibody concentration was increased. At 5 μ​g/mL antibody concentration, the capture efficiency was 30%, 
similar to the 27% capture efficiency obtained with the 1000 cells/mL sample (Fig. 2a). At 10 μ​g/mL antibody 

Figure 1.  Microfluidic herringbone device for capturing circulating plasma cells (CPCs) from blood 
samples. (a) Photograph of the microfluidic chip featuring one fluidic input, one fluidic output, and 16 parallel 
channels for cell capture. The device is the size of a standard glass slide (25 mm ×​ 75 mm). (b) Stacked time lapse 
images from a video (see Supplementary Movie S1) showing the trajectory of a fluorescently labeled plasma cell 
flowing in one of the microfluidic channels. The cell is shown to change its coordinates in x, y, and z (evidenced 
by change in focus) because of mixing induced by the herringbone geometry. (c) Schematic showing the overall 
concept of capture and analysis of plasma cells in the microfluidic device. Channels are coated with biotinylated 
CD138 antibodies (immobilized on a Neutravidin-coated surface) that capture plasma cells from the flow. 
Captured plasma cells are identified by staining with fluorescently labeled CD138 antibodies post capture, and 
intracellularly labeled with anti-κ​ immunoglobulin light chain antibodies following fixation. (d) Fluorescence 
image of captured plasma cells from a clinical sample. Red fluorescence denotes CD138, while green denotes κ​ 
light chain antibody.
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concentration, the capture efficiency doubled, but further increase to 20 μ​g/mL resulted in a modest increase of 
17% in the capture efficiency, indicating that the capture efficiency had begun to saturate. Based on these results, 
we used an antibody concentration of 20 μ​g/mL for subsequent experiments.

The distribution of captured cells within the channels is important for visualization and enumeration of the 
captured cells. If a dilute suspension of homogenous plasma cells is introduced into the chip and the probability of 
capture is approximately constant along the channels, we expect an exponentially decreasing cell capture density 
along the length of the channel (# captured cells/unit length ~ exp(−​x/Lc)), with the characteristic capture length 
Lc ideally being shorter than the channel length to ensure high capture efficiency. Under these conditions, we 
expect most of the cells to be captured in the upstream region of the channel. However, if there is heterogeneity 
in the cell population, we expect to see deviations from exponential decay. More specifically, a constant capture 
density is expected if there is a population of cells with low capture probability and low overall capture efficiency. 
To test this hypothesis, we introduced a suspension of labelled cells (in PBS buffer) into the device and analysed 
the distribution of the captured cells. We segmented the channel image into 13 sections from the inlet to the 
outlet, and counted the number of captured cells in each section (Fig. 2c). We found that most of the captured 
cells were close to the inlet area with a sharp decrease in capture density along the channel length, followed by 
an extended tail. This cell distribution suggests a moderate capture efficiency, and proposes that the plasma cell 
population may be heterogeneous with a fraction of cells exhibiting lower affinity for anti-CD138 antibodies. 
Knowing this distribution is a useful indicator of the extent to which increasing the channel length will improve 
capture efficiency, and is also helpful to locate cells when only a few cells are captured, and to estimate the number 
of captured cells in cases where a large number of cells are captured and counting of all cells is cumbersome.

Finally, to determine the ability of the device to detect low concentrations of cells, we examined the capture 
efficiency with 1-mL samples with very low cell concentrations (3, 10, 30, 60, 100 cells/mL in buffer, Fig. 2d) 
spiked in buffer. A linear fit to data with a capture efficiency of 45% describes the relationship between the num-
ber of captured cells to nominal cell concentration quite well (R2 =​ 0.97). We detected 4 captured cells for the 10 
cells/mL sample, but no captured cells were observed with the 3 cells/mL sample. Samples with low concentra-
tions of cells were prepared by serial dilution (e.g. 1:1,000,000 dilution is required for 5 cells/mL), and variations 
in pipetting procedures as well as sticking of cells in the syringe or tubing could be sources of error. Additionally, 
the low number of cells introduces an inherent statistical error; the probability of not detecting any cell in 1 mL 

Figure 2.  Optimization of the microfluidic device for plasma cell capture. (a) Effect of sample flow rate and 
cell concentration on the capture of plasma cells indicates higher capture efficiency at the lower flow rate and 
lower cell concentration (1 mL of 1000 or 10000 cells/mL in PBS buffer with 1% BSA; 5 μ​g/mL anti-CD138 
antibody). (b) Effect of functionalization of the microfluidic channels with different anti-CD138 antibody 
concentrations (1 mL of 2000 cells/mL; 20 μ​L/min). Insets show representative fluorescence images of the 
captured cells. (c) Cell capture distribution within the channels shows an exponential decrease along the 
channel. Insets show bright-field images of the channels near the inlet and outlet. Captured cells were manually 
marked with blue dots, using ImageJ software, for enhanced visualization. (d) The number of cells captured 
from 1-mL samples with very low concentrations of spiked cells (1 mL of 3, 10, 30, 60, 100 cells/mL) varies 
linearly with nominal cell concentration.
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with a nominal concentration of 3 cells/mL sample is ~35%, given by λ ε∑ × −=
∞ P k;( ) (1 )k

k
0 , where P(k;λ) is the 

(Poisson) probability of finding k cells in a 1 mL sample with a nominal concentration λ =​ 3 (cells/mL), and ε is 
the cell capture efficiency. The probability of not detecting any cell drops to 5% for a nominal concentration of 8.6 
cells/mL. Regardless, these results indicate that the device can provide a CPC capture efficiency of ~45% and the 
ability to detect cells in samples with concentrations below 10 cells/mL using 1-mL sample volumes. Experimental 
error associated with the capture efficiency was estimated based on the Least Squares Fit function LINEST in 
Microsoft Excel, which yields a device capture efficiency of 45.4 ±​ 4.5%. Based on these results, for subsequent 
studies we functionalized the devices with 20 μ​g/mL anti-CD138 antibody and maintained the sample flow rate at 
20 μ​L/min for cell capture.

Capturing plasma cells spiked in whole blood samples.  A clinically useful capture device should have 
the ability to capture plasma cells selectively from a mixture of non-target cells, such as erythrocytes and leuko-
cytes in blood. To assess the performance and specificity of the device in capturing plasma cells from blood, we 
examined the ability of the device to capture pre-labelled plasma cells spiked in healthy donor blood samples, and 
also explored the effect of pre-fractionation of blood and anticoagulants on cell capture.

Pre-processing of blood samples, such as by density-gradient centrifugation, may benefit in minimising the 
sample volume by pre-concentration of the target cells and thus enable faster cell capture in the device, and also 
minimize the chance of non-specific capture and clogging. However, circulating plasma cells could potentially 
be lost during processing, resulting in a lower net capture efficiency. To examine the effect of density-gradient 
processing, we spiked 100 pre-labelled RPMI-8226 cells in 5 mL of healthy donor blood, performed Ficoll 
density-gradient fractionation, removed the mononuclear cell layer, re-suspend it in 1 mL PBS, and then intro-
duced it into the device for plasma cell capture (see Supplementary Movie S2). Only 29 cells were captured in 
the device (Fig. 3a,b); we hypothesize that several spiked plasma cells were lost during the fractionation process. 
Therefore, we next tested capture efficiencies of 100 pre-labelled plasma cells spiked in 1 mL whole blood with two 
commonly used anticoagulants, heparin or EDTA. The capture efficiencies for both heparin- and EDTA-treated 
blood were similar (40% and 46%, respectively, Fig. 3b) to those for cells spiked in buffer (45%, see Fig. 2d). 
However, heparin-treated blood samples resulted in a number of cell clumps that fouled the device, whereas 
EDTA-treated blood samples were much cleaner (Fig. 3a). Therefore, in subsequent experiments, we used EDTA 
as anticoagulant and did not use any sample pre-processing (see Supplementary Movie S3).

It is possible that healthy CD138+ plasma cells exist in circulation albeit at very low concentrations, and we 
hypothesized that healthy plasma cells coming from the donor blood will be also captured in the device along with 

Figure 3.  Capture of plasma cells from blood. (a) Micrographs showing capture of pre-labelled plasma cells 
(denoted by red arrowheads) spiked in non-diluted healthy whole blood samples introduced into the device 
after Ficoll fractionation or without any pre-processing with heparin or EDTA as anticoagulants. (b) Number 
of cells captured from 100 pre-labelled cells introduced into whole blood samples. Error bars indicate standard 
deviation (n =​ 2). (c) Fluorescence images of captured cells after in situ staining with anti-CD138 antibodies 
(red). Cells with both stains (top row, indicative of a spiked cell) or only CD138 stain (bottom row, indicative of 
plasma cells from blood denoted by white arrows) were observed.
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the spiked pre-labelled plasma cells. Therefore, we stained the captured cells with anti-CD138 antibody (PE-CY5), 
and were able to identify captured cells with positive CD138 labelling and without any CellTracker pre-labelling 
(Fig. 3c), suggesting that these cells are plasma cells originating from the healthy donor blood sample.  
These healthy plasma cells provide a baseline level that may interfere with detection of MM CPCs if they occur at 
similar concentrations; however, MM patient samples can still be distinguished from healthy donor samples using 
intracellular staining and cell counts, as discussed in the next section.

Capture and analysis of CPCs from MM patient samples.  After verifying that CD138+ cells can be 
captured in the microfluidic device, we turned to analysis of healthy donor and MM patient samples to test the 
hypothesis that CD138-based microfluidic cell capture can be used to isolate CPCs in MM patients and distin-
guish MM patient samples from healthy controls. We analysed 1 mL samples of MM patient blood, MM patient 
bone marrow (positive control), and healthy donor blood (negative control). Captured cells were stained with 
fluorescently labelled anti-CD138 antibody (red), followed by fixing/permeabilization and intracellular staining 
with either λ​ or κ​ light chain antibody (green); representative image of CD138+ λ​+, and CD138+ λ​- cells from a 
MM patient bone marrow sample are shown in Fig. 4a.

Enumeration of the number of CD138+ cells captured in healthy donors, MM blood, and MM bone marrow 
showed significant differences as shown in Fig. 4b and Table 1. In 1-mL healthy donor blood samples (n = 6), only 
2–5 CD138+ cells were detected. However, the MM patient blood samples (n = 5) yielded 20 to 184 CD138+ cells 
from 1 mL of blood, significantly higher than the healthy controls (p < 0.05). Similarly, 1 mL of MM patient bone 
marrow (BM) samples (n =​ 9) yielded a high number of cells (280 to 18,688), which is expected given that plasma 
cells reside in the BM.

Interestingly, two MM patients in remission (samples 3 & 4) showed higher number of CPCs than in healthy 
donors, but lower numbers than those in MM patients presenting the disease (samples 1, 2, 5). (Table 1). Given 
the limited sensitivity of conventional flow cytometry and the variability and challenges associated with MFC1, 
these results suggest the potential for CD138-based microfluidic cell capture as a sensitive tool to monitor residual 
disease in MM after treatment.

The high concentration of plasma cells in bone marrow also allowed us to calibrate the microfluidic cell cap-
ture with standard flow cytometry (Fig. 4c). A linear correlation was obtained (slope =​ 0.683, R2 =​ 0.9995), with 
excellent agreement between microfluidic capture and flow cytometry. The only exception was the sample with 
the lowest CPC concentration, where flow cytometry detected 140 cells/mL, but the device detected 440 cells/
mL. These results suggest a microfluidic CPC capture efficiency of 68% and that the particular flow cytometric 
analysis may have been inaccurate at the low cell concentration. The higher capture efficiency than in the cell 
spiking experiments may be due to differences in the cells (CPCs versus lab-cultured RPMI-8226 myeloma cells), 
or differences in capture efficiency in the sample type (bone marrow sample instead of blood or buffer). Given a 

Figure 4.  Capture of circulating plasma cells in MM patient samples. (a) Fluorescence images of captured 
cells stained with anti-CD138 antibody (red staining on the cell membrane) and intracellular λ​ antibody (green 
stain inside the cell). (b) Number of CPCs (CD138+​ cells) captured from 1-mL samples of healthy donor blood, 
MM patient blood, and MM bone marrow. (c) The number of CPCs captured in the device shows excellent 
correlation with flow cytometry analysis. (d) Ratio of λ​ CPCs to total CPCs in the same samples as in (b). The 
10-2 point in the “Normal Blood” column is zero (no λ​+ cell detected). (e) The k/λ​ ratios in serum and captured 
cell, and the paraprotien levels, among the different MM blood samples. (f) The number of captured CD138+​ 
cells and the corresponding serum paraprotein levels are positively correlated. (g) The estimated κ​/λ​ ratio in 
captured CPCs is positively correlated with the measured serum κ​/λ​ ratio.
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cell capture efficiency ranging from ~45–68% (cells spiked into buffer and CPCs in blood and bone marrow) and 
~2–5 cells captured in 1-mL samples of healthy donor blood, we estimate that CPCs are present in the concentra-
tion range of approximately 5–10 cells/mL in healthy donor blood. The results demonstrate that the microfluidic 
device is capable of detecting elevated levels of CD138+ cells in just 1-mL volumes of MM patient blood samples, 
and the excellent correlation with flow cytometry is an added indicator of the reliability of the approach.

Another important factor is the purity of captured cells. Capture purity is defined as the ratio of the number 
of CPCs captured to the total number of cells including leukocytes and erythrocytes bound to the channel. After 
the cell capture experiments, CPCs were distinguished using CD138 cell membrane staining. Based on the micro-
scopic images, we estimated that the purity is in the range of 1–5%, with majority of the contaminating cells being 
erythrocytes. We observed that some patient samples were associated with greater capture purity than others, 
which we plan to investigate in the future. In all cases, nonspecific binding of background cells can be easily dis-
tinguished from captured CPCs based on the CD138 staining. Normal and malignant captured plasma cells can 
be differentiated based on light chain intra-cellular staining.

Next, we compared CPC analysis using the microfluidic device with the two commonly used peripheral blood 
markers for MM – (1) the level of paraprotein (IgG, IgA, or IgM depending on type of MM), and (2) the serum 
ratio of κ​ to λ​ type immunoglobulin light chain concentrations. For this purpose, we used λ​ light chain intra-
cellular staining in addition to CD138+ staining in the same patient samples. Since the patients in this study had 
κ​-type MM, we expect that only a small fraction of the captured CD138+ cells will stain with λ​ intracellular stain. 
All λ​–staining cells are expected to be non-cancerous, whereas most of the remaining cells are expected to be 
malignant. We note that definitive identification of clonal malignant plasma cells is difficult due to the heteroge-
neity of normal plasma cells, and requires use of multiple parameters9. Here, we chose to first explore whether 
differences are evident between the different patient samples and healthy donors using simpler staining methods, 
although microfluidic capture is compatible with multi-color staining, morphology, fluorescence in situ hybridi-
zation, and other assays that can be the subject of future work.

As expected, the fraction of λ​-staining cells was low in the MM blood and bone marrow samples (Fig. 4d). 
Furthermore, we hypothesized that the number of CPCs should correlate with the serum levels of the correspond-
ing paraprotein secreted by the plasma cells, and therefore the ratio of κ​ to λ​ type CPCs should also correlate with 
serum immunoglobulin κ​/λ​ ratio. For the five MM patient blood samples, we observed a positive correlation 
between the number of captured CD138+ cells and the corresponding serum paraprotein levels (Fig. 4e,f). To 
compare the CPC results with serum κ​/λ​ ratio, we assumed that all captured CD138+ cells that did not stain for 
λ​ light chain were κ​ type, yielding an estimated κ​/λ​ CPC ratio given by [CD138+]/[λ​+ CD138+] – 1, where the 
parentheses denote the number of cells. Surprisingly, the serum κ​/λ​ ratio was related exponentially to the esti-
mated CPC κ​/λ​ ratio, given by (κ​/λ​)serum =​ 0.83 exp(0.16(κ​/λ​)CPC), with R2 =​ 0.99 (Fig. 4g).

The normal serum k/λ​ light chain ratios26–28 range from 0.26 to 1.65, and serum k/λ​ ratios beyond this range 
in general also correlate with elevated paraprotein levels. MM patient blood samples 3 and 4 (see Table 1) exhib-
ited normal serum k/λ​ ratios and paraprotein levels within normal range, whereas samples 1, 2, and 5 had ele-
vated serum k/λ​ ratios and also elevated paraprotein. The CPC counts and CPC k/λ​ ratios were consistent with 
the paraprotein level and serum k/λ​ light chain ratios, exhibiting higher CPC counts and higher serum CPC 
k/λ​ ratios in samples 1, 2, and 5. These results suggest that the estimated k/λ​ plasma cell ratios measured using 
microfluidic cell capture correlate with serum paraprotein levels, but further studies are needed to investigate the 
relationship in more detail.

Discussion
The availability of minimally invasive diagnostic and disease-monitoring CTC detection devices in clinical set-
tings will revolutionize clinical oncology. Establishing CTC isolation and enumeration is a first step in differential 
and heterogenic tumor biomarker diagnostics in oncology and also provides useful tools to study the underlying 
biology. This study demonstrates that CD138-based microfluidic plasma cell capture is a potentially useful tool 
in multiple myeloma.

Healthy donors MM blood MM bone marrow

Sample number 1 2 3 4 5 6 1 2 3 4 5 1 2 3 4 5 6 7 8 9

Number of CD138+ 
cells captured in 

device
3 2 2 3 2 5 184 45 20 24 182 630 860 820 880 2060 284 1104 440 18,688

Number of CD138+ 
cells staining for λ​ 

light chain
3 2 4 3 2 0 3 3 6 11 8 30 40 50 380 110 10 30 30 608

Serum paraprotein 
level (mg/dL) and 

type†
Not measured 15,145 kappa 131 IgA 30 IgA 992 IgG 1753 IgG Not measured

Serum κ​/λ​ light chain 
ratio Not measured 15,145 6.2 1.5 1.4 14.4 Not measured

Number of plasma 
cells by flow 
cytometry

Not measured 793 — — — — 336 1726 140 27,353

Table 1.  Summary of measurements on patient samples. †Normal range are: kappa (3.3–19.4), IgA (70–400), 
IgG (700–1600).
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Within the hematopoietic cells, only plasma cells (both normal and cancerous) express CD138. No other 
hematopoietic cells express CD138 under normal conditions. The developed chip was able to capture both nor-
mal and cancerous plasma cells based on the immobilized CD138 antibodies. In general, normal plasma cells are 
very rare in peripheral blood, and to the best of our knowledge, this study is the first to quantify their number 
in healthy blood. Because cancerous plasma cells are restricted to one type of the immunoglobulin light chain 
(kappa or lambda), and often positive for kappa chain, the intra-cellular staining was definitive in differentiating 
between normal and cancerous samples.

Microfluidic capture enabled detection of extremely low (<​10 CPCs/mL) number of circulating plasma cells 
(CPCs) in healthy donors, with higher numbers of CPCs detected in myeloma patients. Interestingly, myeloma 
patients exhibiting normal serum paraprotein levels exhibited elevated counts of CPCs at levels that are unde-
tectable using conventional methods, yet detectable with the proposed device (20–24 cells/mL), suggesting the 
potential of microfluidic plasma cell capture to monitor minimal residual disease in multiple myeloma. The num-
ber of CPCs detected in myeloma patients correlated well with serum paraprotein concentration. Microfluidic 
cell capture also permits a variety of downstream fluorescence-based assays; we used intracellular λ​ light chain 
staining to quantify the fraction of λ​ cells among the captured CPCs. The estimated ratio of κ​ to λ​ CPCs exhibited 
an interesting exponential relation with the serum κ​ to λ​ ratio. It is noteworthy that knowledge from bone mar-
row biopsies is not required for application of the microfluidic technology to multiple myeloma. The proposed 
device can work standalone and provide a count of plasma cells in blood that correlates to patient status. As only 
two types of immunoglobulin light chains (κ​ and λ​) can be present, staining captured cells in the device for both 
κ​ and λ​ can identify whether the cancer is kappa or lambda type.

Given the limited number of patient samples in this study, further studies are required to validate and eluci-
date the relationship between CPCs and other myeloma parameters, which will set the stage for clinical studies 
that use inputs from liquid biopsy for early detection of recurrence or for determining the therapy. It would also 
be insightful to compare bone marrow analysis with microfluidic CPC capture, which will illustrate the potential 
of microfluidic peripheral blood analysis to complement or partially replace bone marrow based assays. The 
proposed device is scalable by increasing the number of parallel channels, or by designing and optimizing bigger 
channels that can process larger volumes of blood to further increase sensitivity, decrease time-to-result, or to 
provide a larger number of cells for downstream assays. Overall, the results indicate the potential of microfluidics 
to facilitate the study of CPCs and to provide facile diagnostic and prognostic tools for multiple myeloma.

The value of peripheral blood ‘liquid’ biopsies using microfluidics, compared to bone marrow aspiration, is 
in their relative non-invasiveness, enabling sampling over multiple time points that will allow the response to 
therapy or recurrence to be tracked much more frequently than is currently possible. In this scenario, a standard 
bone marrow aspiration could be performed once, followed by multiple ‘liquid biopsies’ with peripheral blood to 
track the progress of treatment and check for any genetic mutations using molecular techniques. Liquid biopsy 
could also be used as a screening tool for patients in remission for early detection of recurrence, and it also 
opens possibilities for performing different assays on the captured cells. A recent study shows, using single-cell 
sequencing, that that multiple myeloma CTCs are similar to myeloma cells from the bone marrow with respect to 
their drug-resistance and clonality29; the authors argue that CTC testing should be part of the clinical evaluation 
for treatment responsivity and disease management as a means to replace the currently invasive bone marrow 
biopsy protocols. The sensitive detection and isolation of CPCs using microfluidics could address this need for 
accurate, single-cell diagnostics that go beyond the current standard of care for myeloma patients and potentially 
eliminate the need for bone marrow biopsies. We envision that once liquid biopsies in multiple myeloma are 
well-established, they could be performed at local healthcare facilities. This will eliminate the need for patient 
visits to specialized oncology centers for bone marrow biopsies, decreasing the costs of diagnosis and prognosis, 
improving patient convenience, and significantly enhancing the management of multiple myeloma.

Materials and Methods
Microfluidic device design and fabrication.  The design of the microvortex herringbone chip was 
adapted from Toner et al.20 and used previously by our group for DNA-based CTC capture24. The device consisted 
of a single inlet and outlet connecting 16 parallel microfluidic channels (Fig. 1a) with herringbone mixers. Mixing 
channels were 900 μ​m wide, with 40-μ​m deep herringbone grooves on the upper surface of the microchannels, 
oriented at an angle of 45o with the channel axis, with a 45 μ​m space between the grooves and the bottom surface 
of the channels that had no grooves. The backbone of the herringbones was offset from the center of the chan-
nel by 150 μ​m, which switched from one side to the other every 2.6 mm. This pattern was repeated over a total 
length of 35 mm of the channels (see Fig. 1b,c and Results section for details). The dimensions of capture chan-
nels and herringbone features were chosen based on an optimal design used in our previous study24. The device 
was designed with 16 parallel channels to increase CPC capture throughput while allowing the device to fit on a 
standard 25 ×​ 75 mm glass slide.

The designed channels and herringbone elements were fabricated on a silicon wafer using two layers of SU-8 
photoresist (Microchem Inc.) and then cast in PDMS (polydimethylsiloxane) (Sylgard 184 silicone elastomer kit; 
Dow Corning) using standard soft-lithography procedures. After curing and peeling from the mold, inlet and 
outlet ports were punched, and the PDMS component was bonded to a glass slide or cover slip (Fisher Scientific) 
by a 45 s exposure to oxygen plasma, and connected to syringes through 1/16” tygon tubing. The herringbone 
pattern was located on the top side of the channels.

Functionalization of microfluidic devices.  Immediately after device fabrication and bonding, the chan-
nels were filled with 1% solution of 3-mercaptopropyl trimethoxysilane in anhydrous ethanol and incubated for 
30–60 minutes at room temperature to provide thiol functional groups. Channels were replenished with anhy-
drous ethanol as needed to make sure they did not dry out. After the incubation, the device was washed with fresh 
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anhydrous ethanol. Freshly made 10 mM solution of GMBS (4-Maleimidobutyric acid N-hydroxysuccinimide 
ester, Sigma Aldrich) in ethanol was then injected into the device and incubated for 30 minutes at room temper-
ature to provide an amine-reactive surface. After the incubation, the device was washed with ethanol and then 
flushed with nitrogen to dry the channels. The channels were then washed with deionized water followed by 
DPBS buffer wash. Neutravidin (1 mg/mL in DPBS) was then injected and incubated in the device for 1 h at room 
temperature. Then, the device was thoroughly washed with DPBS. Biotinylated CD138 antibody (R&D Systems, 
Polyclonal antibody) solution in 1% BSA in DPBS was then injected into the device and incubated for 1–2 h at 
room temperature. Different concentrations of antibodies were tested for optimizing the cell capture (5, 10, and 
20 μ​g/mL). Following incubation, the device was washed with DPBS and was ready to use. Following this proce-
dure, both glass and PDMS surfaces were functionalized with the antibodies, and thus cell capture is expected to 
occur on all surfaces inside the channels.

Cell capture assay in microfluidic devices.  RPMI-8226 human myeloma cells were cultured (5% CO2 
and 37°C) in RPMI 1640 growth media supplemented with 10% FBS and Gibco®​ Antibiotic-Antimycotic solu-
tion (contains 100 units/mL of penicillin, 100 μ​g/mL of streptomycin, and 250 ng/mL of Gibco Amphotericin 
B, Thermo Fisher Scientific) for 3–4 days. Cell suspension with 1–5 million cells/mL in Ca/Mg free DPBS was 
prepared and cell-tracker green (Invitrogen) was added to the culture and incubated for 15 minutes (5% CO2 and 
37 °C). Cells were then washed with growth media and incubated for another hour. Lastly, cells were washed with 
growth media and spiked in 1% BSA in PBS or whole blood (from healthy donors), depending on the experiment. 
Healthy donor blood samples were obtained from blood donor centre at Boston Children’s Hospital, treated 
with anticoagulant (heparin or EDTA, depending on the experiment), and lastly spiked with RPMI-8226 cells. 
Where used, density gradient fractionation of blood was performed using Ficoll Density Centrifugation Media 
(Sigma-Aldrich) after spiking the cells in the whole blood sample. The mononuclear cell layer was then picked 
and re-suspended in 1 mL of 1% BSA in PBS.

Microfluidic experiments were performed by injecting the spiked cell suspension (1 mL) through the function-
alized device using syringe pumps that were set up oriented vertically above the device to minimize gravitational 
settling of the cells in the syringes and tubing. For studies with patient samples or cells spiked in blood, the devices 
were functionalized with 20 μ​g/mL anti-CD138 antibody and cell capture was performed at sample flow rate of 20 μ​
L/min. These optimized values of antibody concentration and sample flow rate are explained in the Results section.

Patient samples.  Patient samples including both peripheral blood and bone marrow (BM) were collected 
in EDTA tubes from newly-diagnosed myeloma patients. These samples were collected after informed con-
sent in accordance with the Declaration of Helsinki and approved by the institutional review board (IRB) of 
the Dana-Farber Cancer Institute. For the myeloma peripheral blood samples, all five myeloma patients were 
kappa-restricted; in terms of paraprotein type, the five patients included one kappa myeloma, two IgA myeloma 
and two IgG myeloma (see Table 1). BM samples were collected for comparative evaluation and none of them 
were matching samples of peripheral blood samples. BM samples were used to perform flow cytometric analysis 
of CD138 using conjugated antibody and no additional analysis was performed. There were no particular patient 
selection criteria, and samples were collected based on availability.

Cell labelling, microscopy, and image analysis.  For experiments involving capture of RPMI-8226 MM 
cells spiked in PBS or healthy blood samples, the device was washed (20 μ​L/min) with 200 μ​L of 1% BSA in PBS 
immediately after the capture experiment, and the total number of captured cells (pre-labelled with CellTracker 
green dye) in the device was counted manually using a Nikon TE2000U inverted epifluorescence microscope and 
a Hand Tally Counter. The captured cells were then stained with PE-CY5 conjugated CD138 antibodies (Beckman 
Coulter, conjugated with Phycoerythrin-Cyanine 5 fluorochrome) in 1% BSA solutions for 30 minutes at room 
temperature. Following staining of the captured cells, the device was washed with DPBS with 1% BSA after which 
the total number of fluorescent captured MM cells in the device was counted manually for a second time. This 
was a validation that all counted cells that are captured by CD138 biotinylated antibody were also stained with 
fluorescent CD138 antibody and visualized through the microscope.

For experiments with clinical blood samples from patients, capture, washing, and CD138 antibody labelling 
were performed as described above but the first enumeration step was omitted (since captured cells were not 
pre-labelled). For experiments involving bone marrow samples, BM samples were passed through 100 μ​m nylon 
cell strainer to remove debris before being introduced to the capture chip. After the capture experiment, the same 
washing and labelling steps described above were followed.

For the evaluation of intracellular immunoglobulin light chain, captured and CD138 stained cells were treated 
with Cytofix/Cytoperm solution (BD Biosciences) followed by Perm/Wash solution (BD Biosciences). After 
washing the device with DPBS containing 1% BSA, we stained the captured cells with fluorescently-conjugated 
κ​ (BM samples) or λ​ (blood samples) immunoglobulin light chain antibodies for 30 minutes at room temper-
ature as reported previously25. The total number of captured MM cells in the device that were double-stained 
and/or single-stained was counted manually. For immunoglobulin light chain analysis, the devices were imaged 
under 10 ×​ and 40 ×​ magnification using the BioView Ltd. automated imaging system (Billerica, MA) on an auto-
mated upright fluorescence microscope (Eclipse 90i, Nikon, Melville, NY). Additionally, confocal imaging was 
performed using a Nikon C2 confocal system (images shown in Figs 1d and  4a). Post-acquisition analysis was 
performed using NIS-elements and ImageJ software. Lambda or kappa staining was enumerated using simple 
calculations of 2:1 ratios from total counts with respect to the stained light chain. Most of cells were double 
stained with CD138 and lambda light chain except those captured using BM samples were double stained with 
kappa light chain.
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Descriptions of the Supplementary Movies 

 

 

Supplementary Movie S1: Fluorescently labeled plasma cells spiked in PBS introduced into the 
herringbone microfluidic channel. The video is showing one captured cell and one cell flowing and 
changing its xyz coordinates because of mixing induced by the herringbone geometry.  

 

Supplementary Movie S2: Fluorescently labeled plasma cells spiked in healthy whole blood sample 
introduced into the herringbone microfluidic channel after Ficoll fractionation. The video is showing one 
captured plasma cell and other blood cells going with the flow. 

 

Supplementary Movie S3: Fluorescently labeled plasma cells spiked in unprocessed healthy whole blood 
sample introduced into the herringbone microfluidic channel. The video is showing a captured plasma cell 
and another one going with the flow. Red blood cells represent the major population of the unprocessed 
blood sample and shown to cause the cloudiness in the video. 
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